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<120> THE C-MYC CODING REGION DETERMINANT- BINDING PROTEIN 
(CRD-BP) AND ITS NUCLEIC ACID SEQUENCE 
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<140> 
<141> 

<160> 46 

<170> Patentln Ver. 2.0 

<210> 1 

<211> 2224 

<212> DNA 

<213> Mus musculus 
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TECH CENTER 1600/2900 



<400> 1 
gggtggggtg 
gaggat at cc 
caccgccacc 
cttggagaaa 
cggct acgcc 
ct cggggaaa 
acaaaggagt 
agat agcctg 
t gagacagcg 
gaagct aaat 
gcagat aaca 
ccggcaaggg 
t ct ccggctc 
cat ccgaaac 
gggcgctgcg 
caagatgat c 
tcccctgaag 
gaacctgaag 
cctcacgct c 
cagggccgag 
cat gagct tg 
agct t cat cc 
ctcctt catg 
gggcgccat c 
ctccat caag 
tggaccccca 



sgt agaaagt 
gcccgcgccc 
at gaacaagc 
gtatt cgcgg 
1 1 cgt gga 1 1 
gt agaact gc 
cggaaaat ac 
ct ggct cagt 
gt ggt caacg 
ggccat caac 
caaggt cctg 
t cgcccgtgg 
ctggtgcct a 
at cacaaaac 
gagaaggcca 
ttggagat ta 
at cctggct c 
aaggtggagc 
t at aaccctg 
caggagat ca 
cagt cccacc 
agcgctgt cc 
caggct ccgg 
attggcaaga 
attgctccac 
gaggctcagt 



t t gcggctcc 
gcccggat eg 
t tt acategg 
agcacaagat 
gccccgacga 
aaggaaaacg 
agat ccgcaa 
aeggtacagt 
t cacctact c 
t ggagaacca 
agaatgggcg 
cagcaggggc 
cgcagtatgt 
agaegcagtc 
teagegtgea 
tgcacaagga 
at aacaactt 
aggacacaga 
agaggaccat 
t gaagaaagt 
t catccctgg 
ct cctcctcc 
agcaggagat 
agggecagea 
cagaaacacc 
t caaggctca 



cgccgcccgt 
gcatt gaat g 
caacctcaac 
ct cctacagc 
gcact gggcg 
t ct agagatt 
t at tccacct 
ggagaactgt 
t aacegggag 
t gecctgaag 
t cgtggaggc 
t ccagccaag 
aggeget at c 
caaaatagac 
tt caacccct 
ggcaaaggac 
egtegggega 
gacgaagat c 
cactgtgaag 
t cgagaggct 
get t aacct g 
cagcagtgtc 
ggt acaagtg 
cat caaacaa 
tgactccaaa 
gggaagaatt 



at ccacgcct 
gaacagt gt c 
gagagtgtga 
ggccagttct 
at gaaggeca 
gaacact cag 
cagctccgat 
gagcaagtga 
cagaccaggc 
gt ctcctaca 
t tt gggt ct c 
cagcagccag 
at t ggcaagg 
gt gcat agga 
gaaggctget 
accaaaaegg 
ct catt ggca 
accatctcat 
ggegecat t g 
tacgagaacg 
getget gtag 
actggggctg 
tt catccccg 
ct ct cccgt t 
gtt cgaatgg 
tatggcaaac 



at eggcatag 


60 


ct t gccccgc 


120 


cccccgcaga 


180 


tggt caaat c 


240 


t cgaaactt t 


300 


tccccaaaaa 


360 


gggaagtgct 


420 


acactgaaag 


480 


aagctat cat 


540 


t acct gatga 


600 


ggggccagcc 


660 


tggacatccc 


720 


agggt gecac 


780 


aggagaatgc 


840 


cct ccgcgtg 


900 


cagat gaagt 


960 


aggaaggecg 


1020 


cget ccagga 


1080 


agaactgtt g 


1140 


acgtggccgc 


1200 


gt ct cttccc 


1260 


ct ccctatag 


1320 


cccaggctgt 


1380 


tcgccagcgc 


1440 


tegt catcac 


1500 


taaaagaaga 


1560 



1 



gaatttcttt ggtcccaagg aggaagtaaa gctagagacc cacatacggg ttccggcttc 1620 

agcagccggc cgcgtcatcg gcaaaggcgg caaaacggtg aatgagctgc agaacttgac 1680 

tgcagctgag gtggtagtgc caagagacca gaccccggat gagaacgacc aagtcattgt 1740 

taagatcatc ggacatttct atgccagcca gatggctcag cggaagatcc gagacatcct 1800 

ggctcaagtt aagcaacagc accagaaggg acagagcaac ctggcccagg cacggaggaa 1860 

gtgaccccgc cccctcctgt cccattggct ccaagatcag caggaggaac acagaactgg 1920 

aggggcgggt ggagggccgg tgtgtttttc ccagcaggcc tgagaatgag tgggaatcag 1980 

ggcatttggg cctggctgga gatcaggttt gcacactgta ttgagaacaa tgttccagtg 2040 

aggaatcctg atctctcgcc cccaattgag ccagctggcc acagcccacc ccttggaata 2100 

tcaccattgc aatcatagct tgggttgctt ttaaacgtgg attgtcttga agttctccag 2160 

cctccatgga aggatgggtc agatcccagt ggggaagaga aataaaattt ccttcaggtt 2220 

ttat 2224 

<210> 2 
<211> 577 
<212> PRT 

<213> Mus musculus 
<400> 2 

Met Asn Lys Leu Tyr lie Gly Asn Leu Asn Glu Ser Val Thr Pro Ala 
15 10 15 

Asp Leu Glu Lys Val Phe Ala Glu His Lys lie Ser Tyr Ser Gly Gin 

20 25 30 

Phe Leu Val Lys Ser Gly Tyr Ala Phe Val Asp Cys Pro Asp Glu His 
35 40 45 

Trp Ala Met Lys Ala lie Glu Thr Phe Ser Gly Lys Val Glu Leu Gin 
50 55 60 

Gly Lys Arg Leu Glu Met Glu His Ser Val Pro Lys Lys Gin Arg Ser 
65 70 75 80 

Arg Lys lie Gin lie Arg Asn lie Pro Pro Gin Leu Arg Trp Glu Val 

85 90 95 

Leu Asp Ser Leu Leu Ala Gin Tyr Gly Thr Val Glu Asn Cys Glu Gin 

100 105 110 

Val Asn Thr Glu Ser Glu Thr Ala Val Val Asn Val Thr Tyr Ser Asn 
115 120 125 

Arg Glu Gin Thr Arg Gin Ala lie Met Lys Leu Asn Gly His Gin Leu 
130 135 140 

Glu Asn His Ala Leu Lys Val Ser Tyr lie Pro Asp Glu Gin lie Thr 
145 150 155 160 



2 



Gin Gly Pro Glu 



Pro Arg Gin Gly 

180 

Pro Val Asp lie 
195 

Ala lie lie Gly 
210 

Thr Gin Ser Lys 
225 

Glu Lys Ala lie 



Cys Lys Met lie 

260 

Thr Ala Asp Glu 
275 

Gly Arg Leu lie 
290 

Asp Thr Glu Thr 
305 

Tyr Asn Pro Glu 



Cys Arg Ala Glu 

340 

Asn Asp Val Ala 

_^ —/ —> 

Asn Leu Ala Ala 
370 

Pro Pro Pro Ser 
385 

Gin Ala Pro Glu 



Asn Gly Arg Arg 
165 

Ser Pro Val Ala 



Pro Leu Arg Leu 

200 

Lys Glu Gly Ala 
215 

lie Asp Val His 
230 

Ser Val His Ser 
245 

Leu Glu lie Met 



Val Pro Leu Lys 

280 

Gly Lys Glu Gly 

295 

Lys lie Thr lie 
310 

Arg Thr lie Thr 
325 

Gin Glu lie Met 

Ala Met Ser Leu 

Val Gly Leu Phe 
375 

Ser Val Thr Gly 
390 

Gin Glu Met Val 
405 



Gly Gly Phe Gly 
170 

Ala Gly Ala Pro 
185 

Leu Val Pro Thr 



Thr lie Arg Asn 

220 

Arg Lys Glu Asn 
235 

Thr Pro Glu Gly 
250 

His Lys Glu Ala 
265 

lie Leu Ala His 



Arg Asn Leu Lys 

300 

Ser Ser Leu Gin 
315 

Val Lys Gly Ala 
330 

Lys Lys Val Arg 
345 

Gin Ser His Leu 



Pro Ala Ser Ser 

380 

Ala Ala Pro Tyr 
395 

Gin Val Phe lie 
410 



Ser Arg Gly Gin 
175 

Ala Lys Gin Gin 
190 

Gin Tyr Val Gly 
205 

lie Thr Lys Gin 



Ala Gly Ala Ala 

240 

Cys Ser Ser Ala 
255 

Lys Asp Thr Lys 
270 

Asn Asn Phe Val 
285 

Lys Val Glu Gin 



Asp Leu Thr Leu 

320 

lie Glu Asn Cys 
335 

Glu Ala Tyr Glu 
350 

lie Pro Gly Leu 
365 

Ser Ala Val Pro 



Ser Ser Phe Met 

400 

Pro Ala Gin Ala 
415 



3 



Val Gly Ala lie 

420 

Arg Phe Ala Ser 
435 

Ser Lys Val Arg 
450 

Lys Ala Gin Gly 
465 

Gly Pro Lys Glu 



Ser Ala Ala Gly 

500 

Leu Gin Asn Leu 
515 

Pro Asp Glu Asn 
530 

Ala Ser Gin Met 
545 

Lys Gin Gin His 



Lys 



lie Gly Lys Lys 



Ala Ser lie Lys 

440 

Met Val Val He 
455 

Arg He Tyr Gly 
470 

Glu Val Lys Leu 
485 

Arg Val He Gly 



Thr Ala Ala Glu 

520 

Asp Gin Val lie 
535 

Ala Gin Arg Lys 
550 

Gin Lys Gly Gin 
565 



Gly Gin His He 
425 

He Ala Pro Pro 



Thr Gly Pro Pro 

4 60 

Lys Leu Lys Glu 
475 

Glu Thr His He 
490 

Lys Gly Gly Lys 
505 

Val Val Val Pro 



Val Lys He He 

540 

He Arg Asp He 
555 

Ser Asn Leu Ala 
570 



Lys Gin Leu Ser 
430 

Glu Thr Pro Asp 
445 

Glu Ala Gin Phe 



Glu Asn Phe Phe 

480 

Arg Val Pro Ala 
495 

Thr Val Asn Glu 
510 

Arg Asp Gin Thr 
525 

Gly His Phe Tyr 



Leu Ala Gin Val 

560 

Gin Ala Arg Arg 
575 



<210> 3 
<211> 14 
<212> PRT 

<213> Mus mus cuius 
<400> 3 

Arg Arg Gly Gly Phe Gly Ser Arg Gly Gin Pro Arg Gin Gly 
15 10 



<210> 4 
<211> 14 
<212> PRT 



<213> Homo sapiens 



<400> 4 

Gly Arg Arg Gly Leu Gly Gin 
1 5 



<210> 5 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Gly Arg Gly Gly Phe Asp Arg 
1 5 



<210> 6 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Gly Arg Gly Gly Phe Gly Asp 
1 5 



<210> 7 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Gly Arg Gly Gly Phe Gly Gly 
1 5 



<210> 8 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Leu Arg Arg Gly Asp Gly Arg 
1 5 



Arg Gly Ser Ser Arg Gin Gly 
10 



Met Pro Pro Gly Arg Gly Gly 
10 



Arg Gly Gly Arg Gly Gly 
10 



Arg Gly Gly Gly Arg Gly Gly 
10 



Arg Arg Gly Gly Gly Arg Gly 
10 



<210> 9 



<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Consensus sequence for SEQ ID NOs : 3-8 . 
<400> 9 

Gly Arg Gly Gly Phe Gly Arg Gly Gly Gly Arg Gly Gly 
15 10 



<210> 10 
<211> 11 
<212> PRT 

<213> Mus musculus 
<400> 10 

Gin Leu Arg Trp Glu Val Leu Asp Ser Leu Leu 
15 10 



<210> 11 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 11 

His Leu Gin Trp Glu Val Leu Asp Ser Leu Leu 
15 10 



<210> 12 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Gin Leu Arg Leu Glu Arg Leu Gin lie Asp 
15 10 



<210> 13 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 13 



6 



Thr lie Ser Ser Leu Gin Asp Leu Thr Leu Tyr 
15 10 



<210> 14 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Thr lie Ser Pro Leu Gin Glu Leu Thr Leu Tyr 
15 10 



<210> 15 
<211> 11 
<212> PRT 

<213> Human immunodeficiency virus 
<400> 15 

Gin Leu Pro Pro Leu Glu Arg Leu Thr Leu Asp 
15 10 



<210> 16 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Consensus sequence for SEQ ID NOs: 10-15. 
<400> 16 

Gin Leu Leu Glu Leu Thr Leu 
1 5 



<210> 17 
<211> 47 
<212> PRT 

<213> Mus musculus 
<400> 17 

Leu Leu Val Pro Thr Gin Tyr Val Gly Ala lie lie Gly Lys Glu Gly 
15 10 15 

Ala Thr lie Arg Asn lie Thr Lys Gin Thr Gin Ser Lys lie Asp Val 

20 25 30 



7 



His Arg Lys Glu Asn Ala Gly Ala Ala Glu Lys Ala lie Ser Val 
35 40 45 



<210> 18 
<211> 49 
<212> PRT 

<213> Mus musculus 
<400> 18 

lie Leu Ala His Asn Asn Phe Val Gly Arg Leu lie Gly Lys Glu Gly 
15 10 15 

Arg Asn Leu Lys Lys Val Glu Gin Asp Thr Glu Thr Lys lie Thr lie 

20 25 30 

Ser Ser Leu Gin Asp Leu Thr Leu Tyr Asn Pro Glu Arg Thr lie Thr 
35 40 45 

Val 



<210> 19 
<211> 47 
<212> PRT 

<213> Mus musculus 
<400> 19 

Val Phe lie Pro Ala Gin Ala Val Gly Ala lie lie Gly Lys Lys Gly 
15 10 15 

Gin His lie Lys Gin Leu Ser Arg Phe Ala Ser Ala Ser lie Lys lie 

20 25 30 

Ala Pro Pro Glu Thr Pro Asp Ser Lys Val Arg Met Val Val lie 
35 40 45 



<210> 20 
<211> 48 
<212> PRT 

<213> Mus musculus 
<400> 20 

He Arg Val Pro Ala Ser Ala Ala Gly Arg Val He Gly Lys Gly Gly 
15 10 15 



8 



Lys Thr Val Asn 

20 

Pro Arg Asp Gin 

35 



Glu Leu Gin Asn 



Thr Pro Asp Glu 

40 



Leu Thr Ala Ala 
25 

Asn Asp Gin Val 



Glu Val Val Val 
30 

lie Val Lys lie 
45 



<210> 21 
<211> 47 
<212> PRT 

<213> Homo sapiens 
<400> 21 

Leu Leu Val Pro Thr Gin Phe Val 
1 5 

Ala Thr lie Arg Asn lie Thr Lys 

20 

His Arg Lys Glu Asn Ala Gly Ala 

35 40 



Gly Ala lie He Gly Lys Lys Gly 

10 15 

Gin Thr Gin Ser Lys He Asp Val 

25 30 

Ala Glu Lys Ser He Thr He 

45 



<210> 22 
<211> 49 
<212> PRT 

<213> Homo sapiens 
<400> 22 

He Leu Ala His Asn Asn Pro Val Gly Arg Leu He Gly Lys Glu Gly 
15 10 15 

Arg Asn Leu Lys Lys He Glu Gin Asp Thr Asp Thr Lys lie Thr He 

20 25 30 

Ser Pro Leu Gin Glu Leu Thr Leu Tyr Asn Pro Glu Arg Thr He Thr 
35 40 45 

Val 



<210> 23 
<211> 47 



<212> PRT 

<213> Homo sapiens 



<400> 23 
Gin Phe lie Pro 
1 

Gin His lie Lys 

20 

Ala Pro Ala Glu 

35 



Ala Leu Ser Val 
5 

Gin Leu Ser Arg 



Ala Pro Asp Ala 

40 



Gly Ala lie lie 
10 

Phe Ala Gly Ala 
25 

Lys Val Arg Met 



Gly Lys Gin Gly 
15 

Ser lie Lys lie 
30 

Val lie lie 
45 



<210> 24 
<211> 48 
<212> PRT 

<213> Homo sapiens 
<400> 24 

lie Arg Val Pro Ser Phe Ala Ala Gly Arg Val lie Gly Lys Gly Gly 
15 10 15 



Lys Thr Val Asn 

20 

Pro Arg Asp Gin 
35 



Glu Leu Gin Asn 



Thr Pro Asp Glu 

40 



Leu Ser Ser Ala 
25 

Asn Asp Gin Val 



Glu Val Val Val 
30 

Val Val Lys lie 
45 



<210> 25 
<211> 50 
<212> PRT 

<213> Homo sapiens 
<400> 25 

lie Leu Leu Gin Ser Lys Asn Ala Gly Ala Val lie Gly Lys Gly Gly 
15 10 15 

Lys Asn lie Lys Ala Leu Arg Thr Asp Tyr Asn Ala Ser Val Ser Val 

20 25 30 

Pro Asp Ser Ser Gly Pro Glu Arg lie Leu Ser lie Ser Ala Asp lie 
35 40 45 



10 



Glu Thr 
50 



<210> 26 
<211> 47 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Leu Leu lie His Gin Ser Leu Ala Gly Gly lie lie Gly Val Lys Gly 
15 10 15 

Ala Lys lie Lys Glu Leu Arg Glu Asn Thr Gin Thr Thr lie Lys Leu 

20 25 30 

Phe Gin Glu Cys Cys Pro His Ser Thr Asp Arg Val Val Leu lie 
35 40 45 



<210> 27 
<211> 46 
<212> PRT 

<213> Homo sapiens 
<400> 27 

Val Thr lie Pro Lys Asp Leu Ala Gly Ser lie lie Gly Lys Gly Gly 
15 10 15 

Gin Arg lie Lys Gin lie Arg His Glu Ser Gly Ala Ser lie Lys lie 

20 25 30 

Asp Glu Pro Leu Glu Gly Ser Glu Asp Arg lie lie Thr lie 
35 40 45 



<210> 28 
<211> 44 
<212> PRT 

<213> Homo sapiens 
<400> 28 

Phe lie Val Arg Glu Asp Leu Met Gly Leu Ala lie Gly Thr His Gly 
15 10 15 

Ala Asn lie Gin Gin Ala Arg Lys Val Pro Gly Val Thr Ala lie Asp 

20 25 30 



11 



Leu Asp Glu Asp Thr Cys Thr Phe His lie Tyr Gly 
35 40 



<210> 29 
<211> 43 
<212> PRT 

<213> Homo sapiens 
<400> 29 

lie Gin Val Pro Arg Asn Leu Val Gly Lys Val lie Gly Lys Asn Gly 
15 10 15 

Lys Leu lie Gin Glu lie Val Asp Lys Ser Gly Val Val Arg Val Arg 

20 25 30 

lie Glu Ala Glu Asn Glu Lys Asn Val Pro Gin 
35 40 



<210> 30 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Consensus sequence for SEQ ID NOs : 17-29. 
<400> 30 

Leu Leu Val Gly Leu lie Gly Lys Gly Gly Leu Lys Leu Leu Leu Arg 
15 10 15 

lie lie 



<210> 31 
<211> 17 
<2i2> UNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 31 

gtbaaygary tbcaraa 
<210> 32 



12 



<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 32 

ggvacvacva cytcdgc 17 

<210> 33 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 33 

gctgccgtca aattctg 17 

<210> 34 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 34 

tcgacggttt ccatatg 17 

<210> 35 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 35 

aacccggctc gagcggccgc tttttttttt tttttttt 38 

<210> 36 
<211> 23 
<212> DNA 

<213> Artificial Sequence 



13 



<220> 

<223> Oligonucleotide primer 
<400> 36 

acggcagctg aggtggtagt acc 23 

<210> 37 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 37 

aacccggctc gagcggccgc t 21 

<210> 38 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 38 

aggttccgtc cttccttgcc aatg 24 

<210> 39 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 39 

aacttcatct gccgttttgg 20 

<210> 40 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 40 



14 



catcaactgg agaaccatg 19 

<210> 41 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 41 

gactgcgtct gttttgtgat g 21 

<210> 42 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 42 

ctgtaggaga tcttgtgctc 20 

<210> 43 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 43 

cgcaccgcca ccatggacaa gctttacatc gg 32 

<210> 44 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 44 

actgggatct gacccatcct 20 

<210> 45 
<211> 16 



15 



<212> PRT 

<213> Mus musculus 

<220> 

<221> PEPTIDE 
<222> (8) 

<223> Xaa where Xaa = Gin or lie 
<220> 

<221> PEPTIDE 
<222> (10) 

<223> Xaa where Xaa - Lys or Arg 
<220> 

<221> PEPTIDE 
<222> (11) 

<223> Xaa where Xaa = lie or Lys 
<220> 

<221> PEPTIDE 
<222> (12) 

<223> Xaa where Xaa = Tyr or Gly 
<220> 

<221> PEPTIDE 
<222> (15) 

<223> Xaa where Xaa - lie or Leu 
<400> 45 

Pro Ala Gin Val Gly Ala lie Xaa Gly Xaa Xaa Xaa Gin Xaa Xaa Lys 
15 10 15 



<210> 46 
<211> 14 
<212> PRT 

<213> Mus musculus 



^ H U U S 4 D 



Asn Glu Leu Gin Asn Leu Thr Ala Ala Glu Val Val Val Pro 
15 10 



16 



